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A C G T
1 -2.571 1.967 -2.584 -2.523
2 1643 -2.585 -2.577 -2.583
3 -2.580 1.970 -2.582 -2.583
(log-odds) | 4 -2.581 -2.583 1.927 -2.546
weight matrix | 5 -2.583 -2.583 -2.584 1.715
6 -2.583 -2.526 1.926 -2.584
7 -2578 0.735 1.235 -2.583
8 -0.390 -2.582 1.620 -2.584
9 0.438 -2.576 0.696 -0.348
alignment 10 -0.410 1.276 -2.571 -0.335
method 11 -2.583 -2.574 0.702 1.023
12 1.340 -2.582 -0.158 -2.583
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